Table S2. CHEK2*1100delC genotype data availability for breast cancer (BC) cases and controls.
	 
	All
BC cases
	1100delC BC cases
	All
controls
	1100delC controls
	All
subjects
	1100delC
subjects

	iCOGS subjectsa
	21,375
	368
	17,174
	88
	38,549
	456

	Additional BCAC subjectsa
	17,764
	256
	22,889
	136
	40,653
	392

	Total number of subjectsa
	39,139
	624
	40,063
	224
	79,202
	848

	Subjects with complete datab
	17,640
	285
	15,984
	84
	33,624
	369


a Data for pairwise interaction analyses was included on a per variant basis and came from two sources: iCOGS genotyping array (data on 76 variants) and earlier BCAC studies (data on 25 variants). 

b For all analyses involving the polygenic risk score, only study subjects with complete quality controlled data on all 76 variants were included. Complete data was available from altogether 33,624 study subjects.

