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* Number of patients’ data used in the study from 
• no presurgical treatment group, n = 56
• 2 week’s presurgical AI group : n = 198 (157 + 41) 
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Additional file 7: 
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Additional file 9: 
Figure S6
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16 12 11 11 11 10 9 9 9 8 7 7 7 7 6 6 6 6 6 5 5 5 5 4 4 4 3 3 3 3 3 3 3 3 3 3 3 3 3 3
Cell Cycle: G2/M DNA Damage Checkpoint Regulation 12 0 0 1 0 1 0 1 0 0 1 0 1 0 1 1 0 0 1 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0
Cell Cycle: G1/S Checkpoint Regulation 17 1 1 0 1 0 1 0 1 1 0 1 0 1 1 0 1 0 0 1 1 0 0 1 0 0 0 0 0 1 0 1 0 1 0 0 0 0 0 1 0
Cyclins and Cell Cycle Regulation 19 1 1 0 1 1 1 0 1 1 1 1 0 1 1 1 1 1 0 1 0 0 0 0 1 0 0 0 0 1 0 0 0 1 0 0 0 0 0 1 0
Estrogen-mediated S-phase Entry 11 1 1 0 1 1 1 0 1 1 0 1 0 0 1 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Mitotic Roles of Polo-Like Kinase 8 0 0 0 0 1 0 0 0 0 1 1 1 0 0 1 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0
Cell Cycle Control of Chromosomal Replication 2 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Aryl Hydrocarbon Receptor Signaling 12 1 1 0 1 0 1 1 0 0 0 0 0 1 0 0 1 0 0 1 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 0 0 0 1 0 0
GADD45 Signaling 9 1 1 1 1 1 1 0 0 0 1 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Role of BRCA1 in DNA Damage Response 10 0 0 1 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 1 0 0 0 0 0 0 1 0 0 1 0 0
Role of CHK Proteins in Cell Cycle Checkpoint Control 12 1 0 1 0 1 0 1 1 1 0 1 1 0 0 0 0 1 0 0 0 1 1 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Hereditary Breast Cancer Signaling 14 0 0 1 0 1 1 1 0 0 1 0 1 1 0 0 0 0 1 0 0 0 0 0 0 1 1 0 1 0 0 0 0 1 0 1 0 0 1 0 0
DNA damage-induced 14-3-3σ Signaling 8 1 1 1 1 1 0 0 0 0 1 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
ATM Signaling 10 1 0 1 0 1 0 1 0 0 1 1 1 0 0 1 0 0 0 0 0 0 0 0 0 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0
Antiproliferative Role of TOB in T Cell Signaling 8 1 1 0 1 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1
Molecular Mechanisms of Cancer 24 1 1 1 1 0 1 1 1 1 0 1 1 1 0 0 1 0 0 1 1 0 0 1 0 1 0 1 0 1 1 1 1 0 0 0 0 1 0 1 1
Mismatch Repair in Eukaryotes 3 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 0
BER pathway 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
p53 Signaling 9 1 0 1 0 0 1 1 0 0 0 0 0 0 0 0 1 0 1 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0
Cell Cycle Regulation by BTG Family Proteins 7 1 1 0 1 0 1 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Small Cell Lung Cancer Signaling 12 0 0 1 0 1 0 1 0 0 1 0 1 0 1 1 0 0 1 0 0 0 1 0 0 0 0 1 0 0 0 0 0 0 1 0 1 0 0 0 0
Breast Cancer Regulation by Stathmin1 8 1 1 0 1 1 0 0 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0
Glioblastoma Multiforme Signaling 9 1 1 0 0 0 1 0 1 1 0 0 0 1 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 1 1 0 0 0 0 0 0 0 0
Factors Promoting Cardiogenesis in Vertebrates 8 1 1 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0 0 0 0 1 0 0 0 0 1 0 0 1
Role of Oct4 in Mammalian Embryonic Stem Cell Pluripotency 1 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
HIPPO signaling 4 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 0 0 0 0 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
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Additional file 10: 
Figure S7a
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Additional file 10: 
Figure S7b
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Additional file 11: 
Figure S8a
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Additional file 11: 
Figure S8b
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Additional file 12: 
Figure S9
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