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ORANGE: significant genes in ALL subsets of analysis and NOT in control 
samples
- CDC20
- EGR1
- TOP2A 
- UBE2C

RED: significant genes ONLY in POETICLumB and NeoAILumB subsets
- CDKN3
- PTTG1
- TYMS

BLUE: significant genes in ALL subsets, also in CONTROLS
- FOS

PINK: significant genes ONLY in CONTROLS
- RNY5
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Signature expression difference (surgery-baseline) Signature expression at surgery
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